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https://youtu.be/CvHWNrPyNuc
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Circulating Tumor Cell),

(Exosome) o] $ith[1¥ 3].

A
Whole blood

[A% 3] HH4H iz =8

Erythrocytes(~5 X 10e/mL blood)

B

Cell free plasma

Leukocytes(~7 X 10e%/mL blood)
Circulating tumor cells(~0—10/mL biood)
Thrombocytes(~3 X 10e%/mL blood)
Normal exasomes(~10e'"/mL blood)

Tumor stroma exosomes(unknown)

Tumor exosomes(~0-5x 10e"/mL blood™)
Normal cfDNA(~5 x 10e”/mL blood)

Tumor ciDNA(~5 X 10e”/mL blood)

Ago? associated MIRNA(~5 X 10e’/mL blood)
HDL associated mRNA(~5 X 10e/mL blood)

*ZX: Translational Cancer Research(2015), NICEB7}HE(F) X7
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Circulating tumour cells are isolated from blood
by cell-separation systems.

™ Red blood ....
Blood cell @ Q ]
sample T
umour cell \” [¢]
g °
a9

Tumour cells isolated

Cells are broken up to obtain tumour DNA that can
be analysed by whole-genome sequencing.

Tumour exosomes are extracted from blood

Blood sample is spun ) ¢
samples using different assays.

to separate plasma
\

Chip sensor with

Plasma :q i i i antibodies
> T > > S I Ex
Blood - Y — 0w l - * osome
L - .
Filtration steps extract ' - | . - Antibody specific
cell-free DNA from plasma for exosome
cell-surface
‘ - protein

s
ggggggg Tumour
protein
DNA fragments from malignant cells (red) are
separated from normal DNA (blue) and analysed
by next-generation sequencing or digital
polymerization chain reaction (dPCR).

*ZX: KR.Chi, Nature, 532, 269(2016), NICEE 7’ E(F)

Tumour
RNA

DY
The material inside the captured exosomes — RNA
and/or proteins — is then analysed.
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[E 1] CTC, cfDNA % A FO| ZM 7154 H|u

Analysis Capability Examples CTCs cfDNA  Exosome

Point mutations, InDels,

Mutation amplifications, deletions, Yes Yes Yes

translocations
Epigenic modifications Methylation patterns Yes Yes Yes
Levels/activity of mRNA,

.o ) microRNA, long
RNA transcription profiles ] Yes No Yes
non—coding RNA, RNA
Splice variants

Phenotypic studies of Cell morphology, protein

L ) . ) Yes No No
cells from tumor localization, in vivo studies

Inflammatory response,

) Inflammatory RNA and
stromal and other systemic ) No No Yes
protein markers

changes
Analysis of RNA as well
as DNA and protein Separate or in combination Yes No Yes
profiles from tumor cells
Can utilize biobanked Frozen plasma, urine and

. . No Yes Yes
samples other biofluids

*ZX: Translational Cancer Research(2015), NICEB7}HE(F) X+

2. 78

2

A olsr

m X sZorel &S ISt CrYet 7|=2 HE AU X|HHT R

AAGH Al 7HA FQ QAES &S Ve AR 2 At »

A a7 W w23 o RAT 443 dARZ 274 Hols
()

FFEAEE 2] o A AEee AEZEY, AE 24 2 BAS A% gefE HA 7

My



o H| 4 M| H At

ol A{H v A= FE AR ST EE Eeahr] s Ee3as,
gk S7h A FF, 299 AsdE AR Vleside] A e BE
@Al = microfluidics, whole genome amplification 71¥ & T3t 7|&50] &85 o

N i

=

] BEAE FAAE B35 WGS(Whole Genome Sequencing), RNAE

| a Positive zelection [ - | b Negative zelection Physical and biological properties

Antibody
against
CD45

2| Anti-E and anti-M
@ | marker antibody
|| (e-g.plastin 3)

e —
¢ Filtration d Chip € Ficoll f Electric field g Single zpiral J

& i e

White . Magnetic
blood cell bead

y Red
~ blood cell

. F o= magnetic bead

o] €3t BEAMing 7|®¥ o]y} Digital PCR, TAM—-Seq &9
A A 7S] s el e 7

FeAdol =obAaL tH e 5].

[13 5] 24 7|Hol T2 fDNA x| $F H@ BAE

Technique Sensitivity Optimal Application
Sanger seguencing 210% Tumor tissue
Pyroseguencing 10% Tumor tissue
Next—generation segeuncing 2% Tumor tissue
Quantative PCR 1% Tumor tissue
ARMS 0.10% Tumor fissue
BEAMing, PAP, Digital PCR, TAM—-Seq 0.01% or lower  cIDNA rare variants in tumor tissue

*ZX: Diaz and Bardeli, Journal of Clinical Oncology(2014)
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— CellSearch (Janssen Diagnostics)
W7 A — AdnaTest (AdnaGen)
Immunomagnetic assays — Anti—EpCAM/anti—CK antibody CTC enrichment (Glenn
(EpCAM antibodies) Deng, Stanford University)

— Dynabeads Epithelial Enrich (Life Technologies)
— OncoCEE (Biocept)

— ClearCell FX System (Clearbridge)

—Isoflux (Fluxion Biosystems)

— CTCChip, Herringbonc Chip (Daniel Habor and Mehmet

Toner, Dana—Farber and MGH)
— ScreenCell (ScreenCell)

7] — CellSieve (Creatv Microtech)

— CellOptics (Ikonysis)
— Parsortix (Angle)

a] Al -4 3

(Microfluidics chip)

A7) 2@ Wy .
— CleaeCell FX System (Clearbridge)
- — OncoQuick (Greiner BioOne)
= 1

— Maintrac (SIMFO)

*ZX: BiolN(2020), NICEE7}HE(ZF) Zj+A
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[13 6] 2BFYME 22, 24 4 88 BAE
CTC isolation ‘ CTC characterization

(MetaCell™)

CTC size-based enrichment [

Automatized cytospin
analysis

Cytomorphological evaluation

|

Peripheral blood

Blood withdrawal

L L

‘: Gene expression profiling I

1. Tumor-associated genes
2. Chemoresistance-

associated genes

Cytomorphological evaluation

Inverted microscopy

Vital fluorescence microscopy

CTC
enrichment

CTC fluorescence
microscopy

CTC gene expression

CTC in vitro culture ’
profiling

0-48 hours

O

1-4 days 20 minutes 4 hours

*=X: American Journal of Translational Research(2015)
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- Differential Centrifugation

- Centrifugation at
300g for 10min,
2,000q for 20min
and 10,000x%g for 30min

- Ultracentrifugation
at 100,000xg for 70min

« Density-gradient Ultracentrifugation

- Centrifugation at
2 s 2,000xg for 45min

3 ] 21
o

5%
- '
& ' it

« Size Exclusion

ncontration

Mea

- Transfer supernatant
to the 30% sucrose salution

c

- Ultracetrifugation at
100,000xg for 70min

- 2ml of pellet-free plasma,
200ul of PEG (PEG6000 at
50% with 1X PBS)
and 30ml of 75mM NaCl on ice

- Centrifugation at
1500%g for 30min

- Resuspension in 1X PBS
and run chromatogram

Before

After

* Magnetics Activated

~ r /s
Lasar - Dctecior
Msgratic
Boads

® 1

- Incubation with magnetic
beads for 4h.

- Centrifugation at

- Incubation with exosome
precipitation solution
(e.g. ExoQuick) for 45min

PEG
Phase

- Centrifugation at
1,500x=g for 5min

- Resuspension in PBS

B | oex
B | rrace

* Immunological Methods

sibsraing  ®
N  SAHRP
Torgotod ¥
Antiody

- Microplate-based enzyme-linked
immunosorbent assay (ELISA)
for capturing and quantifying
exosomes from plasma, serum
and urine

Caplured Antibody
A-COR)

* Microfluidics

Taping with #a

hiid '_ﬁ'ﬁ
- Physical and biochemical
\ J properties (e.q. size, density,
2 immunoaffinity, electrophoretic)
f —t \ and electromagnetic based
- separation are combined
B

- Magnetic particles coupled
with antibodies that recognize
the exosome surface antigen.

tanty fa )

W w ww s 0T

S ) e o)

+ Bradford Protein Assay

« Western Blotting

Preparalion
(RN

P
o

P
e

Stain for
Protein

Electrophoresis aransferto

S |

* Flow Cytometry

Conjugated
Fhorescence™ g

Laser

1 Fuorescence
1 - Detwctr |-

100,000xg for 60min - - No centrifugation |
- Elution with glycine Tris-HCI “ B or Ultracentrifugation smm_ -~
*ZX: Cells(2019)
U, 2bd BReE 4 i EdE

H =S3YMZE 8% HESHSH UMAHR 2
TEFSAME st dATE oheFs ol gk kAl WA ATl o] wEolA 9l
o 53], e A wksAel  dist A7 7P ®ol  HEHEI glowr,
ClinicalTrials.gov® 20209 7] 18071 ©]49 A7 5&5¥ A& FQldr}, tjxs o
Z CirCe01 UAAT(NCT01349842)= French multicenterolX FE3Fe] kel shxjo A
Al E FoAst 5, A U SFFSFNE FTF St FUA 93 o F-E gRlsts Aol
th dld A7 SFSUAE 7o Sl wet kR WA 9 thE AR Mk &
Q3 A 7)F=S A= Aol TE CirCe T-DMI 9AAT-(NCT01975142) = i
DAY= ST UAEY] 77 obd 44 R8s A Al 7lEo®E AT-shglth. HER2
AR W of R met g ks AWEt oy o= Wh3Ado] YEhA o Zlow
Q¥

B =3 LrE g8t ajw o Ho|, O|MTI=RE S 7|7 dHdHR

AN 71 AATF T, wEFFSato] - sk W E L 9low, A 1l FHol, ]
AR 9 2r|ddo g FREAY. 7 thxrFel o2 B-FAST 9495 (NCT03178552)
= AP == HolAd HAaMEHSS o FEEdiiteld o #HE somatic E9IHO]
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T+ TMB(tumor mutational burden)®] tjst F4& 7|Hto 2 xlsoA L= AgHHS
Xﬂ"]é}ﬂ 3k Aol sEFFdAke] EAHo] oo i) ekEAF o HESAlS AT E =
%

= SHoR JdEATE SN[ 1H 9].

ol . o . ol . Genotype-matched
3 — therapy 1

T P L
i W | Genotype-matched —

: \ therapy 2 ing.
< ‘\ Normal DNA " Py LEndpomt. }

=
. X . ) —> Actionable ctDNA response,

Patients with recurrent and/or metastatic AR/ alteration: Genolype -matched disease-control rate

cancer: same histology; / therapy 3 .

different alterations Tumor DNA itd

Genotype-| matched
lherapy n

ctDNA genotyping

No actionable ctDNA
alteration:

standard of care

or

other investigational strategy

or
randomized to matched therapy arms

*ZX: Nature Cancer(2020)

T3, sESIAte] AR EE A o AR ARE ddste QAT E EEstH
AP ok[2d 10]. ¢~ TRAK TN 9715-(NCT03145961)+ 12k %iF A5E &
Triple—negative 9% A5 o=z 1271€ U =35 atef| tisto] Al A, k=
AT e AFTFOR o] AATO RN ST A GEA R E o A=
T A ARE fdsts ATE

(12 10] DIMZEEHMRD) 2018 2% 2BFYsAol o8

L Det‘%:'t\‘asle - &J Additional genotype-
; . © { matched therapy
| (if available)

Endpoint:
clearance of ctDNA
at specific timepoint,
disease-free survival

\ i 1 % or other therapy
Normal DNA | (e.g., immunotherapy)
/
\ Tumor DNA /T~ Obsenvation
S Undetectable
ctDNA

Basket

i

No ctDNA —————— Observation

& i testing
Umbrella + % Q [T T T T oo ooooooooooooeoooo-ees
) Maximal standard | T Qessration

therapy : e Detectable @
; ctDNA ? a 8 &) "
) N B a Additional genotype- (gnqooint:
i 1 /W\\ / ~ 1] I matched therapy clre‘arpa%l:e.ol CIDNA
\ | Normal DNA | (RN (if available) at specific timepoint,
i \ ) 08 or.other therapy disease-free survival
! ) W / (e.g., immunotherapy) | )
; \\Tumur DNA// T Observation
i " Undetectable

ctDNA J—

*ZX: Nature Cancer(2020)

FHOR, FREFANE BI] 2719 WAL NF YPATE 2

2 SUMMIT 947+ (NCT03934866)+= 50~77A4 A o

Aok wy nAYTH ANYTOR wprol B AR, FHEGAAS B3]
2

=
27] WAel R AR 8 AW sARAY S8 FHS ATar
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B A37|¢of cist AAE microRNA 24 E3

lo
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Jlm
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1

[ 3] HIO|2OHEA Q| AAZFE microRNA

4F E- A
1o miR—21, miR—103, miR—223, miR—34b/c, miR—218, miR—10b,
o miR—17/92 let—7
miR—1224—5p, miR—1229, miR—143, let—7, miR—145,
ol miR—1246, miR—150, miR—21, miR—195, miR—130a, miR—331,
Y miR—223, miR—23a, miR—19a, miR—124a, miR—542—-3p,
miR—17/92 miR—34a
miR—17—5p, miR—30,
miR—92—-1, miR—99a/b,
miR—100, miR—103, miR—107, ) )
) . miR—29¢, miR—30a—3p,
miR—125a/b, miR—130a, ) . .
) ) ] miR—96, miR—130b, miR—141,
. miR—132, miR—204, miR—211, . .
At . _ , miR—148a/b, miR—216,
miR—342, miR—155, miR—15Db, ] ) )
] ] ] miR—217, miR—375, miR—494,
miR—95, miR—186, miR—190, ]
. . miR—34a
miR—196a, miR—200b,
miR—221/222, miR—21,
miR—125b
miR—21, miR—1246, miR—3202, . ) )
) ) ] miR—34a, miR—144, miR—106b,
miR—23a, miR—718, miR—3610, . )
2l of ) ) ) miR—486—5p, miR—93,
miR—4271, miR—33a, miR—326, ) ]
. miR—451, miR—324—5p
miR—16—5p
ket miR—21 miR—34a, miR—125b

*ZX: Cancer Gene Therapy(2016), NICEEZ7FH & (F) MY
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o H| 4 M| H At

FEor Y NAURSE T o= HMEH 7|0 FYED o,

2 AR X|ZHoB ME

4 1 7R ol R glor), Aelie ol &8
S| T 719150] AROlR B IR A6 71%9] A 9 A8 sl e Sk

B XHMICH A3 (Next Generation Sequencing) 7|&2| ZEHE HUOIRIl 7t
o o, AMEA 7[=S ez Ado| ZI|HA U X2 WE AME 5

A2 5 (Precision Medicine) & A= dst &2l ARE FAd v|zst 545 Hol
Aol A HA st WRlor AWS oAUstAY X g =

wol Aiste Bt AlFEloH, A7k AlEA =T HdE
Az ARE 7INte® e A i olest Y 2
=ol7] flste] AZEHNoH, AAh AR 7= dd
As] A AAACE & AbddRloln, howRy AEE 4o 4SS Folr] fste] AH4

9 7149 Aol o] ol 1 gk,

= 3
wel §AK AAE B
9

o]
o,
o
FN
N
=
=2
:
o
(i
o
- TN
(o3
ea
l
N
)
ol
i
o]
o,
)
kel
l_ﬂ
o
o

5 AAAE Foln A3E Asst
oo @A e 2716 2] flske] Fd e ét’é‘@/‘}—t— W13 (Mammogram),
7

Fog B UAE U Solwe Age AXw otk wa, Ag 3

b4

(e

S FO{' r10 L H
>~
ol

=
AAARALE Bote] BFo glovt o wit vl Bk AFE o] AAlelth. o ¢
@ 2AFS 3857 Gatel wekE o] AAAHH, o QA FAE Ae] 4T
& BAett Zolth 2447 B AAA BF 2761k PCR H84 $E7149 2o f
A% Wo] 5& BASg o} AHolE 28 4 gl @Al AT

upe} A&7 88 (Bioinformatics) 22 7 Eo] uj-$-
2l Hol5

WREA R G, vkt 314 Mol Bl Algfe] WolS /b 2 4 QA Hol A
Z1EE I As selskgleh. Sl A o AR wAe] Zhesiael uet Ale) fA
RS AARtem FAS 5 U |90, 4o 273 gl f14 wojo] A #9lo] Jhs
SiAA A whRk o ek FAA A Avpel] it £EEIE o] FoA A ok HiafE =
ZIMbo = vedt A5 8l 2538 A%l A_d Aol AAYA Ves T A9 4
S7F 7bsid Ao R AT
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o=y - 9 AR

B MA MHIEITH AE: 2020 6002 HEO|AM HEHA 6.73% ‘dE, 2023 H 831
S 2 o4

TechNavio®] A& H 14 (2018@) el W, AA ALAEIVD) A2 2018 6009 =
HoA] AFT 6.73%% st 2023 8319 gl FEE AR RAow AYsigr [
A 11]. ol 229 13slef] e v W dad °tﬂg4 S7ket Hd AFst 71719
ok o)tof| TiEk 74y W QAo FUle] wE Ao BEXAHErh mak x&ZF e At 7|49
Mk 9l Tk Ao oA S ol AEFHQA AR TSR A8 F Aog oAHr

(EHl: o =a)

=i

2018 2023
*Z=X: TechNavio, Global In-vitro Diagnostics Market(2018), NICEE 7Y & X7

B MIA AHEE A 2020 11 Z2oAM HET 202% ‘9%, 2027'F 38Y =
HE ofd

Global Industry Analytics® XA (2021d) el W=w, AlA AA8H A3 2020d 119
gelold] A 20202 nEAFE] 20279 389 el PRt B Ao AWACH 1Y
12]. ol AAXTE g AZ¥ v7iAZ g ste] o wdds 4ok @29 S 1
gar Aholste] st BHAE Frtel] ME Ao® FAH

TE3Sh  Bioceptd] HiAe] wmEW, AABH A AA &€& Fokel wep AAgd
(Screening), ZE39¥ (Profiling), 4H¥%H(CDx), XY E ¥ (Monitoring) ©.& TF&3H, A
23 (Screening) & W& (39%) 0] 7H¢ & Aoz SRl [I7 13]. NGS 7|9 dddo
et Az Aged W TR Y Fobrt w&etA skl AR AlelA g A A
N &8 WofE g F& Aoz dddr.

14



= P RETE

[A3 12] MA A8 AE Y (EH9l: 109 =)

EH2: US Bm

CAGR 20.2%

2020 2027
*ZX: Global Industry Analytics(2021)

[A% 13] MA HHdH S& =0F HIE (EH%l: %)

B Screening M Profiling M Monitoring ™ CDx

*Z=X: Biocept

e

AYMZ B Fo o

p
1
OR

B MA X9E o 2EE

iHealthcare Analyst®] R 14 (2020W) & AR, AlA A9 oF Wy == 19 8T A}
A2 gy, A F& AGH oF I EL ofro} A o] 48.4%E THE FL o=
%!

|l
b~
ot
=3
P
o
o
o%
o
PR
12
O

W Eo]l MY EE AoR ZAEN wEk AR Vel
713 9 AR 7lee opAlotell tidt vl F&Hol M w=
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[A% 14] MA x9E & ZEE Hl

Europe
23.4%

Number of cases:

4 230 000

3792 000

The Americas
21.0% “f
Number of cases: =

J Asia
48.4%
Number of cases

\Tx
"‘a?smou

18.1 million
new cancer cases

Africa

5.8%

Number of cases:
1055 000 1

Oceania
1.4%
Number of cases:
252 000

*ZX: iHealthcare Analyst(2020), NICEE7FEE(ZF) M+

53k, Future Market Insight®] #H& (2020d) o] W2, A PA AFS thefst bl mhet
Aol GA o] glom, Abg ulge] Be JES Y Ao ek 1 el Ul
e Aol A GAEe] i Row AT 15].

[A7 15] HHEH AMFe Fa &350 cit v (EHl: %)

¥ Prostate Cancer W Gastrointestinal Cancer ® Leukemia
Others B lung Cancer B Breast Cancer

B Colorectal Cancer

*ZX: Future Market Insights(2020)
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W I2E 7|42 |RUX 24 U CTC 22 7[ES 7R 2 2Y ZFYEY -
AAAoR 2=d /950 AAdd N3s dootal gom, e s /950l o
I A Vs Ve AN NS AU Ak FAR 24 1E §8
4 CTC &8 79 /s Fd 22 A48 S grstux =gt v

1. FYA 5%

B Sli2l: lllumina(Grail), Roche, J8J(Janssen Diagnostics), Thermo Fisher Scientific
B =U: 0f3 2R, X9 ES|, DiLhEl, Wo|EH, HFE A

MAFH A geFst 3y 9 Wk A7) FYe wote] AR Vsl pE 4
Emerging Market® 2 IZ&atA =30t 2oz 7 1378=0lA 33709 3Abel A4
Z 74% Cancer—ID7} & Elgo] AMEE EXoR CTCS cfDNAES F43H=
WS Xstelty. 1 ¢Jel= The National Cancer Institute®lX F%3k= Precision
Medicine Initiative, =2 187] tjdto] A3t The Early Cancer Detection Consortium,
luminaZ} ¥3&%¥ Worldwide Innovative Networking Consortium s°| It 1 3 71
71959 ved Ve 9 AFE PEs S AHAHeE xRSt gl

[E 4] HHEH MA F8 AN S

7198 NE/Met sz

juies

¢ Illuminas microarrays, NGS A9} AR EF A FEa= AA £ sy

. ) O Graile #4844 97149 471909 Tllumina® AGALR, cfDNA HES 9l
[lumina(Grail) . o ] o N .
Ultra—deep sequencing 7]&< ¢ £33 DNA EAH| &S Y3E AFE 13
=4
ANGLE PLC & Microfluidics 7| & CTCsE *A3d+= Parsortix 7|€% CE <15 ¥
FDA %918 &4 F4
FLUXION
BIOSCIENCES | & CTCsE #83h= IsoFlux systems 48343
INC.
Thermo Fisher | & Ton Torrent system< DNA-sequencing d€< Y& AME £33 A7]/o]
Scientific o] WglE HEshe AuE kst A &84

O AAaFOZHE RNAS AASE 71E Mg
Qiagen & Cell MicrosystemsAFe] single cell 28 7]<& 93
< Therascreen EGFR RGQ Plasma PCR kitZ CE-IVD n}a & W&

(Bt TOIX] A %)
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< General ElectircAtell A A=k A AAHA A
_ { EGFR =9WolE #Asto] vaAEAdH s Adste 71718 AEss
Biocept & CLIA-certified laboratoryE 29%3lo] &43xe] g o2 EE microfluidics
7INoE CTCE #3sta cfDNA &4 AuAg
Bio—Rad < GnoBioZHE droplet—based sequencing technologies® #E3dte] UdA
Aol A=
& CTCS cfDNAE FAlol HEsta H4sto] Aeks
) <& microfluidics chip AolA @dA7|HoZ 2535 CTC MEF0| 8 A4 £4
Cynvenio 9 ov A QB
<> Thermo Fisher Scientific?} ¥& # a3t
< Biofluid 7|¥Fe. 2 3 circulating exosomal RNAS} cfDNA Awt7]|&E 7)2s}
Exosome A set
Diagnostics | & N7 ARl diFE AES AFste] dWo] mRNAE AZEse &S
e 4
Johnson & <& Janssen Diagnosticst CTCE 7 &3+ CellSearch systems AHg3lst1
Johnson FDA $& o5
(Janssen O HZells AEIA dAAERE Algldte] Mgo] gle Aolgles CTCE Eos
Diagnostics) NNes e
RainDance ¢ Digital Droplet 7]&€& 7|9tog F0o ¢k DNA ZdHo)lE AAdsl7] 93
Technology PCR Al2H 7 £l
O Sequenomﬁi—rﬂ urine—based prenatal testing 385 W&
Trovagene O =7 DNA H5E7]4S olg3 AW U Gda E437 oF Ak AJZo] A
A
& RT-PCRE 7|¥te® o ays ed
genomic Heallh | o wysyareq abe2 4 9 cDNA 28 A
Sysmes & M9} OncoBEAM RAS CRC ¥ ¥% 7wste] CE Ol%—% T d s
) O 718 24 71 AAkgE wdd 53 glglon, duEAKEAY) 9 22
Inostics & EGFR 27} Aaher shab o] Abga
O AA AL A gAY
Roche O KA BEAAAN AF) A Tllumina, Life Technologies, PacBio$t 7 A sh
O HANEHY EHABA Tarcevad AWS 3 FWHHNGEOZ  cobas

EGFR Mutation Test V25 FDAZFE £¢luks

*ZX: Korea Evaluation Institute of Industrial Technology, NICEE7PS &(F) 78
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argy|He

[E 5] AHEH F 3A

gt 7]

Y] G A H AR

al
hu

e

o
of

olot

29

7148 /AL g

2 A O Ay Zufo] QA AR Z 9] genomic cancer assay »% | =
A EY O et 27 Ak A9 EarlyTect—GI SDC2 kit 7Ry

bRl O RAYMA A 719 FAA Aol A F A Ve F

Apo] EA O CTC A& 9 24 7« g

AFE A < ddPCR WH& E3F ¢fDNA 4 7<= /2 =

EXN: ZtAF HO|X| Z=A} NICEHZIEE(F) M+
[l = A]

naEAS 19979 AHE AR, F4A 24

W2, S

a1

[1E 16] OIZA

x)
A2k ZJE% ““}Eﬂ] %101‘411— 71 AA AR 7]
9lom, DEPArray™ 3

cancer assaye &%°% 7|esta Q)

ZFE7130|(20204~20214 58) U Fa Y2

H A &2 34, wlolazoldlo] 4 A

A A MBI A T ARle 03%;} AUt

(NGS) 7]Hte] At 7]&S RS

gAd &7 7S Hgst A Evlo] L A]AEIZ=9L genomic

Hg/ey

50:.000
25,000
20,000
15,000
10,000
5,000
(&F$: %) 20184 20199 2020
EAS7HE 10.8 (8.9) 9.5
fERGg Lol E 0.8 3.6 6.4
&AL F 1.5 (13.0) 78.0
Baju& 52.1 109.2 45.0
AT |+ DNA AQ 4 A 2 71829 571 S7kskd dd dib] & = g
A |+ mjE St mE AUME sE o R Y]lojoE A uu] A%
*Z=X: Kisvalue, NICEEBZ}HE(F) M+
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A= E]

A EE 20009 AHE JAE AL A oF 2N A FEAN S
Atk BAgE A 875 FFA717] fste 54 o= 271 A9 ¢ Qe

219t DNAWE 3 nfo]lempAE o] &8 AH 7Nk vjH54 oF 27| 7)ol

3l 53], ek gAke] d ol A %FAQ DNAE 3ho} Xé%ﬁi Az S5

LTE- qMSP assayE Ag3to] Syndecan—2 1A WE3)} ALE A=E3S

gtk dAAAE B8 ggYS 2779 & $ 9l EarlyTect—GI SDC2 KitE A4

2014 kA RHY FE7ME WGk

[A3 17] XY EZ| F7}30](2020'4~2021d 58) X FL HEHE/ZMIIEIIE)

rl
!l
ok

> k]
1% kK o2
o ox dHo
e koo

oF

. do X
o
Lo

O
ol
‘r
N
ﬂH>
.. Mo
o

]_

£

O]

30,000
20, O
15, 000D
1.0, DD
S, 000
D ol L] Ly
(29: %)
WEAS7HE (14.7) (27.2) 530.0
hER KRR (665.2) (3,370.0) (518.3)
& AFo|dE (642.1) (3,620.0) (664.8)
HAn & 25.9 4.3 8.2
AF |+ COVID-19 43 % o A4 Ag Adow dd o 94 s
BA |« olAH 9 AAr e Buko g oJojiAE o gy
*Z=X: Kisvalue, NICEEZIHE(F) M+M
[ﬁJrUrXJ]

= N
“5h_ Att. %JJr ‘d’&ﬂi OIHXJ %%ﬂx} == ¥
PNA (Perptide Nucleic Acid)E ©]&3s RT-PCR clamping 7]
2013d digl= 10d 7ledds 7480 o] 7les vEoE oF AN FEA ZA A
A 7ol He fAA sddo]l B o RE Hrlskes Ad VlEs A

Y
!
Do
=)
=
[\
i
X
=
e
u
o
o
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2l 18] TLEEl F730](2020'4~2021d 58) U F2 MEHE

H
|_I

g 7218

Y] G A H AR

£ [
R I e |

2020-05-

—
=1
=
=]
(=1
=]

2020+

2021-04-23

(F4: %)
WEASTHE 4.2 3.2 104.6
MERFAYE (17.4) (7.7) 31.7
RSP T (53.5) 44.1 30.2
FAqH) & 47.7 7.8 8.6
AE |+ DNA 2 RNA ZH], & = A b 24 Z

24

A
- 2 %o o9 Ao e P Bu dstz 99 oo A

ol Z4 s

*=KX: Kisvalue, NICEE 7} & (F)

o] E41]
Aol Al 20109 ARHeH, CTC /4 A4 Z9%
1S G9I8tm ek CTC 4% ¥ 24 71%S Nano /1%

N% 54§85l CTC Chipo.= 7petgon,
A ol ontA W,

A gskal .

kel
=
]
=

FRESAE, B4 Uy ENY 5 v

Arstol

A
Microfluidics 7%, 3

e CTC &2 Ha &&sto] AFA o
gt CTC 7]§F AA284 ofol

Mg

Z3

A

OXE rUlLl

3
=]
2]
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[28 19] MO|EH ZF7}30](2020'~2021'H 58) U FQ IYLE/2MIIE7|EF)

20, DD
0, O
&0, {0
SO, O
20, O
S0, OO
200, Do
10, O
o — y O3 S ey e OFY TR O e Oy L
(F9: %) 20184 20194 20204
EEXTESN-E 495.3 (34.8) (19.6)
LR KRR (213.0) (561.8) (1,024.9)
mjZAg=0] 9 & (212.1) (518.3) (760.7)
R 3.2 10.0 54.4

AF | # Liquid Biopsy S8AF] F29 wjEo] wa@se] wat dddu 93 4
4 |+ A #dn Fgos a5 dddn] g

*Z X Kisvalue, NICEBZ7IEHE(F) M+M

[AFEA]

AFg e 20119 AgEdon, 2w 9@ Fkdd AES] ik dedow 33t
Attt cfDNAZ F%3= Wi} ddPCR(droplet digital PCR) 7142 o] &3 A4 7148 7))
waka glom, HIAMEH Y EGFR A &A1Q AT El Y (Gefitinib) & Foivlts g} A o]
£33 AFE Syt Sl

(23 20] MFA F7130](2020'9~2021H 58) U Fo MEHES/2MIHE 7|1F)

25, D00
20, 000D
15, O
10, 000
5,000
]
(2 %) 20184 20194 20204
WEAFT7HE 3,648.6 (45.9) 962.8
EAFHIIE (2,263.5) (4,801.6) (612.9)
W EAFo|dE (2,268.7) (6,706.5) 2,280.2
A8 & 13.8 1,438.5 16.2

o B =712 AddnE] 93 AR

A7 29 HEst B Fo g2 ddgin] 99 fRE g
*ZH: Kisvalue, NICEEZ7}IE 2 (F) MM

AT [+ 3958 Uz
[e] =)
=

24 |« o2

rr ol)
=
e
-
~
~
ofrt
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